.
DEMER.

DEMERSTEM : WP1 — STOCK IDENTIFICATION
Penaeus notialis— GENETICS —- FROM MAURITANIA TO GUINEA-BISSAU 2=, "

Montse Pérez !, Carolina Johnstone !, Adriana Pérez !, Alvaro Pita !, Jenifer Ramdn 1, Gemma Rico 1, Iria Seijas !, Beyah Meissa2, Modou Thiaw3, Momodou S. Jallow?, Ica

Barri®, Eva Garcia-Isarch?!, Jerome Guitton®
| |
15°0 10°0
0 200 400 km
= | | |
AK |

100 200 NM
\ ] 1 |

Nouadhibou

Different units of P. notialis are known to occur from Mauritania
to Guinea-Bissau: one in the Banc d’Arguin (Mauritania) anc
another at the mouth of the Senegal River, this last composed
of four sub-units associated with the Senegal, Saloum, Gambia
and Casamance rivers. However, for practical reasons, CECAF
considers only two stock-units in the North WG (Mauritania and
Senegal-Gambia) and one single stock for Guinea-Bissau, in the ‘
Qouth WG, for assessment purposes.
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De5|gned genetlc tool

Selected microsatellite markers

The final design allowed amplification of five microsatellite loci in one multiplex PCR (M1) and two single PCRs (PnS01 and PnS20).
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PnS03 F-5' TGCTAA ATAAAAGTTTCTCGGTGAG R-5' AAGCTTGTATTTGCGTGTCG Robainas-Barcia et al., 2002

Ml PnS04 F-5' CGATTTGCAGAACCCGTTTA R-5' GGGGGAGGGGTTAGAAAGAG Robainas-Barcia et aI., 2002

M1 PnS18 F-5' GTCTTATCAAAACCCAAAGG R-5' GAACCAGTCCCGGCCCTCTGC Robainas-Barcia et al., 2008
PnS0O1 F-5' TGCTGTTTGTGAGTCTT R-5' TGGCATGTTGCAGACAGTCC Robainas-Barcia et al., 2002
PnS20 F-5' CTTCCATATTCGCATGATGG R-5' ACCCGGGATCAAGCCCTTGC Robainas-Barcia et al., 2008

PnS01

PnS03 PnS18 PnS20 PnS01 PnS04

GeneMarker* |

27(27]274.0 291299.2] [286.0] 3034 [304304.7] [152.9] 160.4 (1134  [119.1] /
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The selected microsatellite markers have a high variability. The designed genetic tool (3 PCR reactions, 5 loci) is suitable for the assessment of connectivity in

the species. A more in-depth analysis of this information is being carried out and these results may be useful for fisheries assessment and management of the
species.
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If you want to know more, don't miss our presentation on Tuesday 4

April in Room 1!!
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